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MO_DE: A DNA Coding Sequence Algorithm Based on Multi-objective Optimization Mechanisms

CEN Wei
(Shanghai Pudong Development Bank, Shanghai 200042, China)

Abstract: Aiming at the poor stability and reliability problems of sequence design existed in DNA computing, a DNA
coding sequence design algorithm based on multi-objective optimization mechanism ( MO_DE: multi-objective design algo-
rithm ) was designed with a full consideration of basic coding issues. Under certain constraints, MO_DE algorithm established
a DNA sequence shared function by using multi-objective optimization mechanism and small populations ant colony algorithm
and adding the h-distance factor to the single stranded DNA architecture. The simulation experiments show that the MO_DE
algorithm has certain advantages in computing efficiency and optimization compared with same type algorithms.

Key words: DNA computing; multi-objective optimization; small populations ant colony; coding sequence; MO_DE





