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ZHAO Zhi-ping, NIE Xin, DING Jie, LI Zai-xin, ZHANG Zhi, XIE Wan-ru

(School of Chemical and Pharmaceutical Engineering, Sichuan University of Science & Engineering, Zigong 643000, China)

Abstract; Photosynthetic bacteria are widespread, safe and rich in protein and carotenoids, and thus widely-used. So

far molecular biology researches of photosynthetic bacteria have been performed over 40 years in wide research fields and a

large number of research findings are obtained in carbon fixation and protein expression system. The present review describes

the research progresses of photosynthetic bacteria in the mechanisms on carbon fixation by ¢bb operon and novel protein

expression system. It puts forward the future research focus and supplies new insights into the comprehensive development and

application of photosynthetic bacteria.

Key words: photosynthetic bacteria; carbon fixation; CbbR transcription protein; expression system





